AMENDMENT UNDER 37 C.F.R. §1.111 A7483 
U.S. Appln. No. 09/580,523 

IN THE CLAIMS : 

Please enter the following amended claims: 

1. (currently amended) A An isolat e d or synthetic polypeptid e comprising an amino 
acid s e quence of a mutant Bc1-Xl/Bc1-2 Associated Cell Death Regulator polypeptide (B AD)rer 
fragment of said isolated or synthetic polypeptide comprising a less than full length amino acid 
sequence of said mutant BAD , wherein said mutant BAD : 

a) has an amino acid sequence which said isolated or synthetic polypeptide, or said 
fragment, is at least 95% homologous to the amino acid sequence of SEQ ID NO:l; 

b) has an amino acid substitution at the position corresponding to position 118 of 
SEQ ID NO:l, wherein said amino acid is alanine or an amino acid conservative for alanines aki 
amino acid sequenc e of said isolat e d or synthetic polypeptide, or said amino acid sequence of 
said fragment, does not hav e a s e rine at a position corresponding to position 118 of SEQ ID 
NO:l, said position in said amino acid sequence of said isolated or synthetic polypeptide, or said 
position in said amino acid sequence of said fragment, being identified by alignment of said 
amino acid s e qu e nc e of said isolated or synthetic polypeptide, or said amino acid s e quenc e of 
said fragment, to th e BH3 domain of SEQ ID NO: 1 ; and 

c) said isolat e d or synthetic polypeptid e , or said fragment, has cell death promoting 
ac ti vitv in vitro: or 

a fragment of said mutant BAD, wherein said fragment has cell death promoting activity 
in vitro . 

2. (canceled). 
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3. (currently amended) The mutant BAD isolated or synthetic polyp e ptid e , or 
fragm e nt, of Claim 1, wherein the amino acid sequence of said mutant BAD , or of said fragment, 
is identical to SEQ ID NO:l, with the proviso e xeepHhat the amino acid at thea position 
corresponding to position 118 of SEQ ID NO:l is an -alanine or an amino acid conservative for 
alanine amino acid oth e r than serine . 

10. (currently amended) The mutant BAD or fragment of mutant BAD isolated or 
synthetic polypeptid e , or fragment, of Claim 1, wherein said mutant BAD or said fragment 
isolated or synthetic polypeptid e binds Bel and/or Bel 2, or said fragm e nt binds Bcl-X L 
and/or Bcl-2 , or both . 

13. (currently amended) The mutant BAD or fragment of mutant BAD i s olated or 
synthetic polypeptid e , or fragment, of Claim 10, wherein said mutant BAD or said fragment 
isolated or synth e tic polyp e ptid e binds Bel and/or Bel 2, or said fragment binds Bcl-X L 
and/or Bcl-2, or both, through asaid-domain that is at least 75% homologous to a BH3 domain of 
a naturally-occurring or wild-type mammalian BAD. 

16. (currently amended) The mutant BAD or fragment of mutant BAD isolated or 
synthetic polypeptide, or fragment, of Claim 1, wherein the amino acid at said -the p osition 
corresponding to position 118 of SEQ ID NO:l is alanine. 

19. (currently amended) The mutant BAD or fragment of mutant BAD isolated or 
synthetic polypeptid e , or fragment, of Claim 1, wherein the amino acid conservative for alanine 
at the said-position corresponding to position 118 of SEQ ID NO:l is an amino acid other than 
glycine. 
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22. (currently amended) The mutant BAD or fragment of mutant BAD isolated or 
synthetic polypeptid e , or fragm e nt, of Claim 1, wherein sakkhe amino acid at the said-position 
corresponding to position 118 of SEQ ID NO:l is not alanine. 

25. (currently amended) The mutant BAD or fragment of mutant BAD isolat e d or 
synthetic polypeptid e , or fragment, of Claim 1, wherein said mutant BAD or said fragment 
amino acid sequenc e of said isolated or synthetic polypeptide, or said amino acid s e quenc e of 
said fragm e nt, comprises an the-amino acid sequence corresponding to positions 103-123 of SEQ 
ID NO: 1 , with the proviso that the amino acid at the position corresponding to position 118 of 
SEP ID NQ:1 is alanine or an amino acid conservative for alanine . 

28. (canceled). 
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